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<160> 64 

<210> 1 
<211> 3739 
<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 

<220> 

<221> CDS 

<222> 589.. 2898 

<220> 

<221> CDS 

<222> 107.. 712 

<400> 1 

attttgctac gtcactaacc acgtgacacc cacaggccaa ccgaatgcta tgtcatccat 
ttcctgggcc gggtctacgt cctcatataa gtaagtgcac ttccgaatgg ctgagttttc 
cacgcccgtc cgcagcggtg aagccacgga gggagatctc cgcgtcccga gggcgggtgc 
cgaaggtgag tttacacacc gaagtcaagg ggcaattcgg gctcgggact ggccgggcta 
tgggcaaggc tctgaaaaaa gcatgtttat tggcaggcat tacagaaaga aaagggcgct 
gtcactgtgt gctgtgcgaa caacaaagaa ggcttgcaaa ctactaatag taatgtggac 
cccacctcgc aatgatcaac actaccttaa ctggcaatgg tactcaagta tacttagctc 
ccacgctgct atgtgcgggt gtcccgacgc tgtcgctcat tttaatcatc ttgcttctgt 
gcttcgtgcc ccgcaaaacc caccccctcc cggtccccag cgaaacctgc ccctccgacg 
gctgccggct ctcccggctg cgccagaggc gcccggagat agagcaccat ggcctatggc 
tggtggcgcc gaaggagaag acggtggcgc aggtggagac gcagaccatg gaggcgccgc 
tggaggaccc gaagacgcag acctgctaga cgccgtggcc gccgcagaaa cgtaaggaga 
cgccgcagag gagggaggtg gaggaggaga tataggagat ggaaaagaaa gggcaggcgc 
agaaaaaaag ctaaaataat aataagacaa tggcaaccaa actacagaag gagatgtaac 
atagtaggct acatccctgt actaatatgt ggcgaaaata ctgtcagcag aaactatgcc 
acacactcag acgataccaa ctacccagga ccctttgggg ggggtatgac tacagacaaa 
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tttactttaa gaattctgta tgacgagtac aaaaggttta tgaactactg gacagcatct 1020 

aacgaagacc tagacctttg tagatatcta ggagtaaacc tgtacttttt cagacaccca 1080 

gatgtagatt ttatcataaa aattaatacc atgcctcctt ttctagacac agaactcaca 1140 

gcccctagca tacacccagg catgctagcc ctagacaaaa gagcaagatg gatacctagc 1200 

ttaaaatcta gaccgggaaa aaaacactat attaaaataa gagtaggggc accaagaatg 1260 

ttcactgata aatggtaccc ccaaacagat ctttgtgaca tggtgcttct aactgtctat 1320 

gcaaccgcag cggatatgca atatccgttc ggctcaccac taactgactc tgtggttgtg 1380 

aacttccagg ttctgcaatc catgtatgat aaaacaatta gcatattacc agacgaaaaa 1440 

tcacaaagag aaattctact taacaagata gcaagttaca ttccctttta taataccaca 1500 

caaactatag cccaattaaa gccatttata gatgcaggca atgtaacatc aggcgcaaca 1560 

gcaacaacat gggcatcata cataaacaca accaaattta ctacagcaac cacaacaact 1620 

tatgcatatc caggcaccaa cagaccccca gtaactatgt taacctgtaa tgactcctgg 1680 

tacagaggaa cagtatataa cacacaaatt caacagttac caataaaagc agctaaatta 1740 

tacttagagg caacaaaaac cttgctagga aacaccttca caaatgagga ctacacacta 1800 

gaatatcatg gaggactgta cagctcaata tggctatccc ctggtagatc ttactttgaa 1860 

acaacaggag catatacaga cataaagtac aatccattca cagacagagg agaaggcaac 1920 

atgttatgga tagactggct aagcaaaaaa aacatgaact atgacaaagt acaaagtaaa 1980 

tgcttaatat cagacctacc tctatgggca gcagcatatg gatatgtaga attttgtgca 2040 

aaaagtacag gagaccaaaa catacacatg aatgccaggc tactaataag aagtcccttt 2100 

acagacccac aactactagt acacacagac cccacaaaag gctttgttcc ttactcttta 2160 

aactttggaa atggtaaaat gccaggaggt agtagtaatg tgcctattag aatgagagct 2220 

aaatggtatc caacattatt tcaccagcaa gaagtactag aggccttagc acagtcaggc 2280 

ccctttgcat accactcaga cattaaaaaa gtatctctgg gtatgaaata ccgttttaag 2340 

tggatctggg gtggaaaccc cgttcgccaa caggttgtta gaaatccctg caaagaaacc 2400 

cactcctcgg gcaatagagt ccctagaagc ttacaaatcg ttgacccgaa atacaactca 2460 

ccggaactca cattccatac ctgggacttc agacgtggcc tctttggccc gaaagctatt 2520 

cagagaatgc aacaacaacc aacaactact gacatttttt cagcaggccg caagagaccc 2580 

aggagggaca ccgaggtgta ccactccagc caagaagggg agcaaaaaga aagcttactt 2640 

ttccccccag tcaagctcct cagacgagtc cccccgtggg aagactcgca gcaggaggaa 2700 

agcgggtcgc aaagctcaga ggaagagacg cagaccgtct cccagcagct caagcagcag 2760 

ctgcagcaac agcgaatcct gggagtcaaa ctcagactcc tgttcaacca agtccaaaaa 2820 

atccaacaaa atcaagatat caaccctacc ttgttaccaa ggggggggga tctagcatcc 2880 

ttatttcaaa tagcaccata aacatgtttg gtgaccccaa accttacaac ccttccagta 2940 

atgactggaa agaggagtac gaggcctgta gaatatggga cagacccccc agaggcaacc 3000 

taagagatac ccctttctac ccctgggccc ccaaggaaaa ccagtaccgt gtaaacttta 3060 

aacttggatt ccaataaagc taggccgtgg gactttcact tgtcggtgtc tgcttataaa 3120 

agtaactaag cactccgagc gaagcgagga gtgcgaccct tgggggctca acgccttcgg 3180 

agccgcgcgc tacgccttcg gctgcgcgcg gcacctcaga cccccgctcg tgctgacacg 3240 

ctcgcgcgtg tcagaccact tcgggctcgc gggggtcggg aaatttacta aacagactcc 3300 

gagttgccat tggactcagg agctatgaat cagtaacgaa agtgagtggg gccagacttc 3360 

gccataaggc ctttatcttc ttgccatttg tcagtaacag gggtcgccat agacttcggc 3420 

ctccacttta ccttgtaaaa actaccaaaa tggccgttcc agtgacgtca cagccgccat 3480 

tttaagtagc tgacgtcaag gattgacgta aaggttaaag gtcatcctcg gcggaagcta 3540 
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cacaaaatgg tggacaacat cttccgggtc aaaggttgtg cgtacgtcac aagtcacgtg 3600 

gaggggaccc gctgtaaccc ggaagtaggc cccgtcacgt gacttaccac gtgtgtacac 3660 

gtcaccgccg ccattttgtt ttacaaaatg gctgacttcc ttcctctttt ttgaaaaaag 3720 

gcgccaaaaa accgtcggc 3739 



<210> 2 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 2 

gcagcagcat atggatatgt 20 

<210> 3 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 



<400> 3 

tgactgtgct aaagcctcta 20 

<210> 4 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 4 

catacacatg aatgccaggc 20 

<210> 5 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 



<400> 5 



4/27 



gtacttcttg ctggtgaaat 

<210> 6 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 6 

acagacagag gagaaggcaa catg 

<210> 7 
<21 1 > 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 7 

ggcaacatgy trtggataga ctgg 

<210> 8 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 8 

ctggcatttt accatttcca aagtt 

<210> 9 
<211> 770 
<212> PRT 

<213> non-B, non-C, non-G hepatitis virus 
<400> 9 

Met Ala Tyr Gly Trp Trp Arg Arg Arg Arg Arg Arg Trp Arg Arg 
1 5 10 15 

Trp Arg Arg Arg Pro Trp Arg Arg Arg Trp Arg Thr Arg Arg Arg 
20 25 30 

Arg Pro Ala Arg Arg Arg Gly Arg Arg Arg Asn Val Arg Arg Arg 
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Arg Arg Gly Gly 
Lys Gly Arg Arg 
Gin Pro Asn Tyr 
Val Leu He Cys 
His Ser Asp Asp 
Thr Thr Asp Lys 
Arg Phe Met Asn 
Cys Arg Tyr Leu 
Val Asp Phe He 
Thr Glu Leu Thr 
Asp Lys Arg Ala 
Lys Lys His Tyr 
Thr Asp Lys Trp 
Leu Thr Val Tyr 
Ser Pro Leu Thr 
Ser Met Tyr Asp 
Gin Arg Glu He 
Tyr Asn Thr Thr 
Ala Gly Asn Val 
Tyr He Asn Thr 
Ala Tyr Pro Gly 



35 
Arg Trp 

50 
Arg Lys 

65 
Arg Arg 

80 
Gly Glu 

95 
Thr Asn 
110 

Phe Thr 
125 

Tyr Trp 
140 

Gly Val 
155 

He Lys 
170 

Ala Pro 
185 

Arg Trp 
200 

He Lys 
215 

Tyr Pro 
230 

Ala Thr 
245 

Asp Ser 
260 

Lys Thr 
275 

Leu Leu 
290 

Gin Thr 
305 

Thr Ser 
320 

Thr Lys 
335 

Thr Asn 
350 



Arg Arg 
Lys Ala 
Arg Cys 
Asn Thr 
Tyr Pro 
Leu Arg 
Thr Ala 
Asn Leu 
He Asn 
Ser He 
lie Pro 
He Arg 
Gin Thr 
Ala Ala 
Val Val 
He Ser 
Asn Lys 
lie Ala 
Gly Ala 
Phe Thr 
Arg Pro 



40 

Arg Tyr 
55 

Lys He 
70 

Asn lie 
85 

Val Ser 

100 
Gly Pro 

115 
He Leu 

130 
Ser Asn 

145 
Tyr Phe 

160 
Thr Met 

175 
His Pro 

190 
Ser Leu 

205 
Val Gly 

220 
Asp Leu 

235 
Asp Met 

250 
Val Asn 

265 
He Leu 

280 
He Ala 

295 
Gin Leu 

310 
Thr Ala 

325 
Thr Ala 

340 
Pro Val 

355 



Arg Arg Trp 
He He Arg 
Val Gly Tyr 
Arg Asn Tyr 
Phe Gly Gly 
Tyr Asp Glu 
Glu Asp Leu 
Phe Arg His 
Pro Pro Phe 
Gly Met Leu 
Lys Ser Arg 
Ala Pro Arg 
Cys Asp Met 
Gin Tyr Pro 
Phe Gin Val 
Pro Asp Glu 
Ser Tyr He 
Lys Pro Phe 
Thr Thr Trp 
Thr ThrThr 
Thr Met Leu 



45 

Lys Arg 
60 

Gin Trp 

75 

He Pro 
90 

Ala Thr 

105 
Gly Met 

120 
Tyr Lys 

135 
Asp Leu 

150 
Pro Asp 

165 
Leu Asp 

180 
Ala Leu 

195 
Pro Gly 

210 
Met Phe 

225 
Val Leu 

240 
Phe Gly 

255 
Leu Gin 

270 
Lys Ser 

285 
Pro Phe 

300 
He Asp 

315 
Ala Ser 

330 
Thr Tyr 

345 
Thr Cys 

360 



Asn Asp Ser 
Gin Leu Pro 
Thr Leu Leu 
Tyr His Gly 
Ser Tyr Phe 
Pro Phe Thr 
Leu Ser Lys 
Leu He Ser 
Glu Phe Cys 
Ala Arg Leu 
Val His Thr 
Phe Gly Asn 
Arg Met Arg 
Val Leu Glu 
Asp He Lys 
He Trp Gly 
Cys Lys Glu 
Gin He Val 
Thr Trp Asp 
Arg Met Gin 
Arg Lys Arg 
Glu Gly Glu 



Trp Tyr Arg 

365 
He Lys Ala 

380 
Gly Asn Thr 

395 
Gly Leu Tyr 

410 
Glu Thr Thr 

425 
Asp Arg Gly 

440 
Lys Asn Met 

455 
Asp Leu Pro 

470 
Ala Lys Ser 

485 
Leu He Arg 

500 
Asp Pro Thr 

515 
Gly Lys Met 

530 
Ala Lys Trp 

545 
Ala Leu Ala 

560 
Lys Val Ser 

575 
Gly Asn Pro 

590 
Thr His Ser 

605 
Asp Pro Lys 

620 
Phe Arg Arg 

635 
Gin Gin Pro 

650 
Pro Arg Arg 

665 
Gin Lys Glu 
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Gly Thr Val 

Ala Lys Leu 
Phe Thr Asn 
Ser Ser He 
Gly Ala Tyr 
Glu Gly Asn 
Asn Tyr Asp 
Leu Trp Ala 
Thr Gly Asp 
Ser Pro Phe 
Lys Gly Phe 
Pro Gly Gly 
Tyr Pro Thr 
Gin Ser Gly 
Leu Gly Met 
Val Arg Gin 
Ser Gly Asn 
Tyr Asn Ser 
Gly Leu Phe 
Thr Thr Thr 
Asp Thr Glu 
Ser Leu Leu 



Tyr Asn Thr 
370 

Tyr Leu Glu 
385 

Glu Asp Tyr 
400 

Trp Leu Ser 
415 

Thr Asp He 
430 

Met Leu Trp 
445 

Lys Val Gin 
460 

Ala Ala Tyr 
475 

Gin Asn He 
490 

Thr Asp Pro 
505 

Val Pro Tyr 
520 

Ser Ser Asn 
535 

Leu Phe His 
550 

Pro Phe Ala 
565 

Lys Tyr Arg 
580 

Gin Val Val 
595 

Arg Val Pro 
610 

Pro Glu Leu 
625 

Gly Pro Lys 
640 

Asp He Phe 
655 

Val Tyr His 
670 

Phe Pro Pro 



Gin 


He Gin 




375 


Ala 


Thr Lys 




390 


Thr 


Leu Glu 




405 


Pro 


Gly Arg 




420 


Lys 


Tyr Asn 




435 


He 


Asp Trp 




450 


Ser 


Lys Cys 




465 


Gly 


Tyr Val 




480 


His 


Met Asn 




495 


Gin 


Leu Leu 




510 


Ser 


Leu Asn 




525 


Val 


Pro He 




540 


Gin 


Gin Glu 




555 


Tyr 


His Ser 




570 


Phe 


Lys Trp 




585 


Arg 


Asn Pro 




600 


Arg 


Ser Leu 




615 


Thr 


Phe His 




630 


Ala 


He Gin 




645 


Ser 


Ala Gly 




660 


Ser 


Ser Gin 




675 


Val 


Lys Leu 
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680 685 690 

Leu Arg Arg Val Pro Pro Trp Glu Asp Ser Gin Gin Glu Glu Ser 

695 700 705 

Gly Ser Gin Ser Ser Glu Glu Glu Thr Gin Thr Val Ser Gin Gin 

710 715 720 

Leu Lys Gin Gin Leu Gin Gin Gin Arg He Leu Gly Val Lys Leu 

725 730 735 

Arg Leu Leu Phe Asn Gin Val Gin Lys He Gin Gin Asn Gin Asp 

740 745 750 

He Asn Pro Thr Leu Leu Pro Arg Gly Gly Asp Leu Ala Ser Leu 

755 760 765 

Phe Gin He Ala Pro 

770 

<210> 10 
<211> 202 
<212> PRT 

<213> non-B, non-C, non-G hepatitis virus 
<400> 10 

Met Ala Glu Phe Ser Thr Pro Val Arg Ser Gly Glu Ala Thr Glu 
15 10 15 

Gly Asp Leu Arg Val Pro Arg Ala Gly Ala Glu Gly Glu Phe Thr 

20 25 30 

His Arg Ser Gin Gly Ala He Arg Ala Arg Asp Trp Pro Gly Tyr 

35 40 45 

Gly Gin Gly Ser Glu Lys Ser Met Phe lie Gly Arg His Tyr Arg 

50 55 60 

Lys Lys Arg Ala Leu Ser Leu Cys Ala Val Arg Thr Thr Lys Lys 

65 70 75 

Ala Cys Lys Leu Leu He Val Met Trp Thr Pro Pro Arg Asn Asp 

80 85 90 

Gin His Tyr Leu Asn Trp Gin Trp Tyr Ser Ser He Leu Ser Ser 

95 100 105 

His Ala Ala Met Cys Gly Cys Pro Asp Ala Val Ala His Phe Asn 

110 115 120 

His Leu Ala Ser Val Leu Arg Ala Pro Gin Asn Pro Pro Pro Pro 

125 130 135 

Gly Pro Gin Arg Asn Leu Pro Leu Arg Arg Leu Pro Ala Leu Pro 

140 145 150 

Ala Ala Pro Glu Ala Pro Gly Asp Arg Ala Pro Trp Pro Met Ala 

155 160 165 

Gly Gly Ala Glu Gly Glu Asp Gly Gly Ala Gly Gly Asp Ala Asp 
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170 175 180 

His Gly Gly Ala Ala Gly Gly Pro Glu Asp Ala Asp Leu Leu Asp 

185 190 195 

Ala Val Ala Ala Ala Glu Thr 

200 

<210> 11 
<211> 500 
<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 11 

gatcttactt tgaaacaaca ggagcatata cagacataaa gtacaatcca ttcacagaca 60 
gaggagaagg caacatgtta tggatagact ggctaagcaa aaaaaacatg aactatgaca 120 
aagtacaaag taaatgctta atatcagacc tacctctatg ggcagcagca tatggatatg 180 
tagaattttg tgcaaaaagt acaggagacc aaaacataca catgaatgcc aggctactaa 240 
taagaagtcc ctttacagac ccacaactac tagtacacac agaccccaca aaaggctttg 300 
ttccttactc tttaaacttt ggaaatggta aaatgccagg aggtagtagt aatgtgccta 360 
ttagaatgag agctaaatgg tatccaacat tatttcacca gcaagaagta ctagaggcct 420 
tagcacagtc aggccccttt gcataccact cagacattaa aaaagtatct ctgggtatga 480 
aataccgttt taagtggatc 500 

<210> 12 

<211> 41 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 12 

aaggatccgt cgacatcgat aatacggggg gggggggggg g 41 

<210> 13 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 13 

aaggatccgt cgacatcgat aatacgaaaa aaaaaaaaaa a 41 



<210> 14 



9/27 



<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 14 

aaggatccgt cgacatcgat aatacgtttt tttttttttt t 

<210> 15 
<211><20jcvl 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 15 

aaggatccgt cgacatcgat aatacgcccc cccccccccc c 

<210> 16 
<211> 803 
<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 16 

cctacttgag aatataacaa gttacattcc cttttataat accacacaaa ctatagccca 
attaaagcca tttatagatg caggcaatgt aacatcaggc gcaacagcaa caacatgggc 
atcatacata aacacaacca aatttactac agcaaccaca acaacttatg catatccagg 
caccaacaga cccccagtaa ctatgttaac ctgtaatgac tcctggtaca gaggaacagt 
atataacaca caaattcaac agttaccaat aaaagcagct aaattatact tagaggcaac 
aaaaaccttg ctaggaaaca ccttcacaaa tgaggactac acactagaat atcatggagg 
actgtacagc tcaatatggc tatcccctgg tagatcttac tttgaaacaa caggagcata 
tacagacata aagtacaatc cattcacaga cagaggagaa ggcaacatgt tatggataga 
ctggctaagc aaaaaaaaca tgaactatga caaagtacaa agtaaatgct taatatcaga 
cctacctcta tgggcagcag catatggata tgtagaattt tgtgcaaaaa gtacaggaga 
ccaaaacata cacatgaatg ccaggctact aataagaagt ccctttacag acccacaact 
actagtacac acagacccca caaaaggctt tgttccttac tctttaaact ttggaaatgg 
taaaatgcca ggaggtagta gtaatgtgcc tattagaatg agagctaaat ggtatccaac 
attatttcac cagcaagaag tac 

<210> 17 
<211> 1205 
<212> DNA 
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<213> non-B, non-C, non-G hepatitis virus 
<400> 17 

catacacatg aatgccaggc tactaataag aagtcccttt acagacccac aactactagt 60 

acacacagac cccacaaaag gctttgttcc ttactcttta aactttggaa atggtaaaat 120 

gccaggaggt agtagtaatg tgcctattag aatgagagct aaatggtatc caacattatt 180 

tcaccagcaa gaagtactag aggccttagc acagtcaggc ccctttgcat accactcaga 240 

cattaaaaaa gtatctctgg gtatgaaata ccgttttaag tggatctggg gtggaaaccc 300 

cgttcgccaa caggttgtta gaaatccctg caaagaaacc cactcctcgg gcaatagagt 360 

ccctagaagc ttacaaatcg ttgacccgaa atacaactca ccggaactca cattccatac 420 

ctgggacttc agacgtggcc tctttggccc gaaagctatt cagagaatgc aacaacaacc 480 

aacaactact gacatttttt cagcaggccg caagagaccc aggagggaca ccgaggtgta 540 

ccactccagc caagaagggg agcaaaaaga aagcttactt ttccccccag tcaagctcct 600 

cagacgagtc cccccgtggg aagactcgca gcaggaggaa agcgggtcgc aaagctcaga 660 

ggaagagacg cagaccgtct cccagcagct caagcagcag ctgcagcaac agcgaatcct 720 

gggagtcaaa ctcagactcc tgttcaacca agtccaaaaa atccaacaaa atcaagatat 780 

caaccctacc ttgttaccaa ggggggggga tctagcatcc ttatttcaaa tagcaccata 840 

aacatgtttg gtgaccccaa accttacaac ccttccagta atgactggaa agaggagtac 900 

gaggcctgta gaatatggga cagacccccc agaggcaacc taagagatac ccctttctac 960 

ccctgggccc ccaaggaaaa ccagtaccgt gtaaacttta aacttggatt ccaataaagc 1020 

taggccgtgg gactttcact tgtcggtgtc tgcttataaa agtaactaag cactccgagc 1080 

gaagcgagga gtgcgaccct tgggggctca acgccttcgg agccgcgcgc tacgccttcg 1140 

gctgcgcgcg gcacctcaga cccccgctcg tgctgacacg ctcgcgcgtg tcagaccact 1200 

tcggg 1205 

<210> 18 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 18 

ggtgcctgga tatgcataag 20 

<210> 19 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 



<400> 19 
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tgcccatgtt gttgctgttg 

<210> 20 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<220> 

<221> misc_difference 

<222> 27. .31 

<223> n=a, t, g or c 

<400> 20 

aaggatccgt cgacatcgat aatacgnnnn ng 



20 



32 



<210> 21 
<211> 631 
<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 21 

tatgactaca gacaaattta ctttaagaat tctgtatgac gagtacaaaa ggtttatgaa 60 

ctactggaca gcatctaacg aagacctaga cctttgtaga tatctaggag taaacctgta 120 

ctttttcaga cacccagatg tagattttat cataaaaatt aataccatgc ctccttttct 180 

agacacagaa ctcacagccc ctagcataca cccaggcatg ctagccctag acaaaagagc 240 

aagatggata cctagcttaa aatctagacc gggaaaaaaa cactatatta aaataagagt 300 

aggggcacca agaatgttca ctgataaatg gtacccccaa acagatcttt gtgacatggt 360 

gcttctaact gtctatgcaa ccgcagcgga tatgcaatat ccgttcggct caccactaac 420 

tgactctgtg gttgtgaact tccaggttct gcaatccatg tatgataaaa caattagcat 480 

attaccagac gaaaaatcac aaagagaaat tctacttaac aagatagcaa gttacattcc 540 

cttttataat accacacaaa ctatagccca attaaagcca tttatagatg caggcaataa 600 

accatcaggc acaacagcaa caacatgggc a 631 

<210> 22 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 



<400> 22 

tcacttgtcg gtgtctgctt 



20 
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<210> 23 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 23 

ctaagcactc cgagcgtagc 20 



<210> 24 
<211> 614 
<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 24 

ctaagcactc cgagcgtagc gaggagtgcg acccttgggg gctcaacgcc ttcggagcca 60 

cgcgctacgc cttcggctgc gcgcggcacc tcagaccccc gctcgtgctg acacgctcgc 120 

gcgtgtcaga ccacttcggg ctcgcggggg tcgggaaatt tactaaacag actccgagtt 180 

gccattggac tcaggagcta tgaatcagta acgaaagtga gtggggccag acttcgccat 240 

aaggccttta tcttcttgcc atttgtcagt aacaggggtc gccatagact tcggcctcca 300 

ctttaccttg taaaaactac caaaatggcc gttccagtga cgtcacagcc gccattttaa 360 

gtagctgacg tcaaggattg acgtaaaggt taaaggtcat cctcggcgga agctacacaa 420 

aatggtggac aacatcttcc gggtcaaagg ttgtgcgtac gtcacaagtc acgtggaggg 480 

gacccgctgt aacccggaag taggccccgt cacgtgactt accacgtgtg tacacgtcac 540 

cgccgccatt ttgttttaca aaatggctga cttccttcct cttttttgaa aaaaggcgcc 600 

aaaaaaccgt cggc 614 

<210> 25 

<211> 302 

<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 



<400> 25 

ccgcagagga gggaggtgga ggaggagata taggagatgg aaaagaaagg gcaggcgcag 60 

aaaaaaagct aaaataataa taagacaatg gcaaccaaac tacagaagga gatgtaacat 120 

agtaggctac atccctgtac taatatgtgg cgaaaatact gtcagcagaa actatgccac 180 

acactcagac gataccaact acccaggacc ctttgggggg ggtatgacta cagacaaatt 240 

tactttaaga attctgtatg acgagtacaa aaggtttatg aactactgga cagcatctaa 300 

eg 302 



<210> 26 
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<211> 831 
<212> ONA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 26 

attttgctac gtcactaacc acgtgacacc cacaggccaa ccgaatgcta tgtcatccat 60 

ttcctgggcc gggtctacgt cctcatataa gtaagtgcac ttccgaatgg ctgagttttc 120 

cacgcccgtc cgcagcggtg aagccacgga gggagatctc cgcgtcccga gggcgggtgc 180 

cgaaggtgag tttacacacc gaagtcaagg ggcaattcgg gctcgggact ggccgggcta 240 

tgggcaaggc tctgaaaaaa gcatgtttat tggcaggcat tacagaaaga aaagggcgct 300 

gtcactgtgt gctgtgcgaa caacaaagaa ggcttgcaaa ctactaatag taatgtggac 360 

cccacctcgc aatgatcaac actaccttaa ctggcaatgg tactcaagta tacttagctc 420 

ccacgctgct atgtgcgggt gtcccgacgc tgtcgctcat tttaatcatc ttgcttctgt 480 

gcttcgtgcc ccgcaaaacc caccccctcc cggtccccag cgaaacctgc ccctccgacg 540 

gctgccggct ctcccggctg cgccagaggc gcccggagat agagcaccat ggcctatggc 600 

tggtggcgcc gaaggagaag acggtggcgc aggtggagac gcagaccatg gaggcgccgc 660 

tggaggaccc gaagacgcag acctgctaga cgccgtggcc gccgcagaaa cgtaaggaga 720 

cgccgcagag gagggaggtg gaggaggaga tataggagat ggaaaagaaa gggcaggcgc 780 

agaaaaaaag ctaaaataat aataagacaa tggcaaccaa actacagaag g 831 

<210> 27 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 27 

atctacatct gggtgtctga 20 

<210> 28 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 28 

cgttagatgc tgtccagtag 

<210> 29 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 29 

cgccacatat tagtacaggg 20 

<210> 30 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 30 

ccttctgtag tttggttgcc 20 

<210> 31 

<211> 467 

<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 



<400> 31 

ccatgcctcc ttttctagac acagaactca cagcccctag catacaccca ggcatgctag 60 

ccctagacaa aagagcaaga tggataccta gcttaaaatc tagaccggga aaaaaacact 120 

atattaaaat aagagtaggg gcaccaaaaa tgttcactga taaatggtac ccccaaacag 180 

atctttgtga catggtgctt ctaactgtct atgcaaccgc agcggatatg caatatccgt 240 

tcggctcacc actaactgac tctgtggttg tgaacttcca ggttctgcaa tccatgtatg 300 

ataaaacaat tagcatatta ccagacgaaa aagaagaaag agcaaatcta cttaagcaga 360 

taacaagtta cattcccttt tataatacca cacaaactat agcccaatta aagccattta 420 

tagatgcagg caatgtaaca tcaagcacaa cagcaacaac atgggca 467 

<210> 32 
<211> 748 
<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 32 

tcactaacca cgtgacaccc acaggccaac cgaatgctat gtcatccatt tcctgggccg 60 

ggtctacgtc ctcatataag taagtgcact tccgaatggc tgagttttcc acgcccgtcc 120 

gcagcggtga agccacggag ggagatctcc gcgtcccgag ggcgggtgcc gaaggtgagt 180 

ttacacaccg aagtcaaggg gcaattcggg ctcgggactg gccgggctat gggcaaggct 240 

ctgaaaaaag catgtttatt ggcaggcatt acagaaagaa aagggcgctg tcactgtgtg 300 
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ctgtgcgaac aacaaagaag gcttgcaaac tactaatagt aatgtggacc ccacctcgca 360 

atgatcaaca ctaccttaac tggcaatggt actcaagtat acttagctcc cacgctgcta 420 

tgtgcgggtg tcccgacgct gtcgctcatt ttaatcatct tgcttctgtg cttcgtgccc 480 

cgcaaaaccc accccctccc ggtccccagc gaaacctgcc cctccgacgg ctgccggctc 540 

tcccggctgc gccagaggcg cccggagata gagcaccatg gcctatggct ggtggcgccg 600 

aaggagaaga cggtggcgca ggtggagacg cagaccatgg aggcgccgct ggaggacccg 660 

aagacgcaga cctgctagac gccgtggccg ccgcagaaac gtaaggagac gccgcagagg 720 

agggaggtgg aggaggagat ataggaga 748 

<210> 33 
<211> 197 
<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 33 

aaagtaacta agcactccga gcgaagcgag gagtgcgacc cttgggggct caacgccttc 60 
ggagccgcgc gctacgcctt cggctgcgcg cggcacctca gacccccgct cgtgctgaca 120 
cgctcgcgcg tgtcagacca cttcgggctc gcgggggtcg ggaaatttac taaacagact 180 
ccgagttgcc attggac 197 

<210> 34 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 34 

tgcccatgtt gttgctgttg 20 

<210> 35 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 35 

ccatgcctcc ttttctagac 20 



<210> 36 
<211> 20 
<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 36 

tctcctatat ctcctcctcc 

<210> 37 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 37 

tcactaacca cgtgacaccc 

<210> 38 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 38 

aaagtaacta agcactccga 

<210> 39 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 39 

gtccaatggc aactcggagt^ '- 

<210> 40 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 



<400> 40 

caccaggagc atatacagac 



<210> 41 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 41 

caaggtatgt tgcccgtttg 

<210> 42 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 42 

cgaaccacgt aacaaatggc 

<210> 43 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 43 

tgttgcccgt ttgtcctcta 

<210> 44 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 44 

ggcactagta aactgagcca 
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<210> 45 
<211> 222 
<212> ONA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 45 

ctaagyaaaa aaaacatgaa vtatgacaaa strcaaagta artgcytart akcagaccta 60 
ccwctrtggg cagcagcata tggwtatgta gaattytgyg cwaaaagyac aggagacvva 120 
aacagacaca tgaatgccag rctactaata agaagtccyt ttacagaccc vcarctavta 180 
gtacacacag accccacwaa aggctttgtw ccytaytctk ta 222 

<210> 46 
<211> 222 
<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 46 

ctaacyaaar atrvctcasw rtaydvvaar vvacaragya aatgtctvat asvdracwtg 60 
ccyytrtgrg cctcwgtrta yggatwywcv gaatactgca gyaaagtwac aggagacwca 120 
aacagagarc acaactgyag atgtgthaty agaagcccct ayacagtrcc wcarctgyta 180 
gaycacaaca ayvscctyag rggwtaygtd ccvtayagya th 222 

<210> 47 
<211> 222 
<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 47 

ctagtaaaga cagactctag atatgacaag acacgcagca aatgccttat agaaaaacta 60 
ccyctatggg cttcagtata cggktacgca gartactgcg ccaaggccac aggagactct 120 
aacagagaca tgaacgccag agtagttata aggagcccct acactacacc tcaaatgata 180 
gaycacaaca ayvscctcag rggwtaygtd ccvtayagyt th 222 

<210> 48 
<21 1 > 222 
<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 48 

ctatcaaaat cagacgccct ttacaccaaa ggacaaagca aatgtgaaat atttgactta 60 
cccctctggg ccgccctaaa tggctacaca gaattctgct ccaaaagcac aggagacaca 120 
gcaggacacc taaatgccag actagtgata agatgcccat acacataccc catgctagta 180 
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gaccactcaa acgacctaac aggctttgta ctgtacagca aa 222 

<210> 49 
<211> 222 
<212> DNA 

<213> non-B, non-C, non-6 hepatitis virus 
<400> 49 

ctaagcaaat cagatgcagt atactctgaa aaacaaagca aatgtgctat atttgaccta 60 
ccactatggg cctccttctt tggatacgca gaattctgct ctaaaagcac aggagacaca 120 
gccagagcat acaacgccag agtatgtgtt agatgtccct acacagagcc acagctgcta 180 
aaccacaaca acccctctca ggggttcgtg ttttactcct ac 222 

<210> 50 
<211> 222 
<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 50 

ctgagcaaac cagacagcat atacgacccc tctaagagca aatgcctact aaaagacttt 60 
cccctgtggt gcatggtata cgggtacgca gactactgca gaaaggtcac aggagactca 120 
gccagactac tagactgcag agtatgtgtt agatgcccgt acacataccc tcagcttata 180 
aaacacaaca atgacaactg gggctttgtc ccctatagcg aa 222 

<210> 51 
<211> 222 
<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 51 

tgtcttaaaa acgataccac gttcaaagac acaccatcca gactacccgt aaaagacata 60 
cccctatggg cctgtttcat gggataccag gactactgct cgaaacactt tcatgacgaa 120 
ggcagaaaca aagaggccag agtcacaata atatccccat acacagaacc accactgacc 180 
tcgaaagaca accactcaat gggattcata ccatatgact at 222 

<210> 52 
<211> 222 
<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 

♦ 

<400> 52 

tgcactaaaa atgacacaca attcagagat gtccccggca gactcaccat atcagacgtc 60 
cccctgtacg cggccctcct gggctacgag gactactgta tcaaatacta ccacgacaaa 120 
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ggcctaccta aagaagtcag ggtcaccata cagtgtccat acacagatcc ccccctctat 180 
gacaaagaca acacagacat gggctaccta ccttatgact ac 222 

<210> 53 
<211> 225 
<212> ONA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 53 

ctcacwaaac caracacasa gtttgaccck gtacagtgca aatgygtmwt astagacatw 60 
ccmytgtggg ccgccttytt yggctaccca gactacatag aragccarct aggcccytty 120 
cargaycacg aractgtkgg catagtgttc gtgtgytgcc cctacactca rccrcccatg 180 
tacaarccwg gcarvrtaca aamtggctay gttttctatg acact 225 

<210> 54 
<211> 225 
<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 
<400> 54 

cacagcaaag taaacacaga cctcagagac agaggcatct actgcctact agaagacatg 60 
cccctgtggg ccatgacctt tggatacagt gactatgtga gcacacaact aggcccaaac 120 
gtggaccacg agactcaagg cctggtatgc agatctagtc cttacactga gccccccatg 180 
tatgacaaga ctaacccaaa cagtggctac gtagcatatg acaca 225 



<210> 55 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 55 

tggtggcgcc gaaggagaag acg 

<210> 56 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 



23 



<400> 56 



gctcttatgt acctcctgcg 



<210> 57 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 57 

tttgctacgt cactaaccac 

<210> 58 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 58 

gtagaccatg aaacagcagg 

<210> 59 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 59 

tcaaccacct atgtatgaca 

<210> 60 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 60 

gccgacggtt ttttggcgcc ttttttc 
<210> 61 
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<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 61 

aaagaggaag gaagtcagcc 20 



<210> 62 

<211> 3722 

<212> DNA 

<213> non-B, non-C, non-G hepatitis virus 

<220> 

<221> CDS 

<222> 590.. 2872 

<220> 

<221> CDS 

<222> 258.. 725 



<400> 62 

tttgctacgt cactaaccac gtgactcccg 
cctgggacga gtctacgtcc tgatataagt 
cgcccgtccg cagcgagaac gccacggagg 
gaggtgagtt tacacaccgc agtcaagggg 
ggcaaggctc ttaaaaaatg cactttcgca 
aagctgtgcg agctccaccg aaggcacctg 
ccgggatccg agagcagcaa tggttcgagt 
gctgtggtga tcccgtgctt cattttacta 
ctacctcttc gcctctggac cctcccggcc 
gcctcccggc actcccttca gcccccgcga 
gttcagaagg tggggctgga ggccgaggcg 
gagactaccg agaagaagaa ctagacgagc 
aagggtaagg aggcgccgca gaactcgcag 
gaggtacata agacgggggc gacgcaaaaa 
aatagttaag aggtgcaaca ttaagggcgg 
ggcagccttt aactatggct accacatgga 
agggggaatg agcacagtga ctttctctct 
ccaaaacagg tggactttct caaacgacca 
actaaggttc tacagaagcc ccgtctgtga 
actaaaaatg aaccagttca caagtcccaa 
acacaagata ataattccca gctttcaaac 
aagacttaat ccccccaaac tatttgaaga 



caggccaacc cagtactatg tcgtccactt 60 
aagtgcactt ccgaatggct gagttttcca 120 
ggagtccgcg cgtcccgagg gcgggtgccg 180 
caattcgggc tcgggactgg ccgggccccg 240 
gagtgcgagc gaaaaggaaa ctgctactgc 300 
ccatgagctt caccacacct actattaatg 360 
ccacccttag atcccaccac tcgttctgtg 420 
accttgctac tcgctttaac tatctgcctg 480 
cagcgccgcg aggccgcccg gcgctccgcc 540 
ccccttctag agaactagca tggcctactg 600 
ccggtggaga aggtggcgcc gccgtcgaag 660 
tgttcgcggc cttggaagaa gacgcaaacc 720 
acgtacctac agacgggggt ggagacgcag 780 
gaaactcata ctgactcagt ggaacccggc 840 
acttccaata attatatgcg gagagcccag 900 
ggactacact cctcaacctt tccccttcgg 960 
gaaagccttg tatgaccagt acctaaaaca 1020 
gctagacctc gccagataca ggggctgtaa 1080 
ctttatagta cactacaacc taatacctcc 1140 
cacgcacccg ggactactca tgctcagcaa 1200 
aagacctggg ggcagacgct ttgttaaaat 1260 
caagtggtac actcagcaag acctgtgcaa 1320 
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ggttccgctc gttagtatta cagcaactgc 
acaaacgaac aacccttgca ccaccttcca 
aggaacttcc gtaaaagacc aagagtccac 
agactcacac tatcaaacat ttgccacaga 
tcctgatggc actaaaaaca ctaaacagca 
ttcaccatgg acaggtaact caggtacata 
tccatatgac agtaacttcg gctttcccac 
aagaagacag tgcaacttta actatgaagt 
acaacctagt acaacaacac ccacagtaga 
caacatattc ataggcccca acagatacaa 
cacatacaac ccactaatgg acaagggcaa 
taaaaagggc acagactaca atgaaaaaca 
atgggcaata tgctttggat acactgacta 
ccatgaaaca gcaggcttaa taattatgat 
caaaaacaga cctaactggg gatacgtagt 
gccctcagga agtggccaag tcccagtata 
gttccaacaa caagtactca atgacatctc 
atataaaaat gtacaactga ctctctacta 
gtattaccca caggtcgtta aaaacccctg 
tagattcact cgagaagtac aagtcgttag 
ccactacttc gactccagac gcgggttctt 
acaacaagaa tttgatgaat cttttacatt 
agccgcagaa atcctccagc tcgaagaaga 
acagcaagaa gagaaagaag tcgaagtcct 
gcgaaacatc caggagcagc tcgcaatcaa 
cctcaaaacc caatccaatt tgcatttaaa 
gacatgtttg gggaccccct tcctcacccc 
cagtgctgta aggcctttaa cagaccacct 
ccctgggtac ctaaacctaa acctcaattc 
acaaggccgt gggagtttca cttgtcggtg 
gcgtaagcga ggagtgcgac cctcccccct 
cgcttcgcgc tgcgccggac atctcggacc 
ggaccttcgg cgtcgggggg gtcgggggct 
cactgagggg atgaacagca acgaaagtga 
tcttcttgcc atttgtcagt atagagggtc 
taaaaactac caaaatggcc gttccagtga 
tcaaggattg acgtgaaggt taaaggtcat 
aacatcttcc gggtcaaagg tcgtgcacac 
aacccggaag taggccccgt cacgtgattt 
ttgttttaca aaatggctga cttccttcct 

gg 

<210> 63 



ggctgacttg cggtatccgt tctgctcacc 1380 
ggtactgcgc aagaactaca atacagttat 1440 
acaagacttt gaaaattggc tttataaaac 1500 
ggctcaacta ggcagaattc ctgcatttaa 1560 
gtcgtggcaa gataactgga gcaaaaaaaa 1620 
cccacaaaca accagtgaaa tgtacaaaat 1680 
atacagagcc caaaaagact acattttaga 1740 
taataatcca gttagcaaaa aagtatggcc 1800 
ctactatgaa taccactgtg gatggttcag 1860 
cctacagttt caaacagcat atgtagacac 1920 
aggcaacaaa atatggtttc aatatctgtc 1980 
atgctactgc accctagaag acatgcccct 2040 
tgtagagact caactaggac ccaatgtgga 2100 
ctgtccatac actcaaccac ctatgtatga 2160 
ctatgacaca aactttggca atggaaaaat 2220 
ctggcaatgc cgatggaggc ccatgctgtg 2280 
aaagactgga ccgtacgcct acagagacga 2340 
caactttatt tttaactggg ggggcgacat 2400 
tggagactcc ggaatcgttc ccggttccgg 2460 
cccgctttcc atgggaccgg cctacatctt 2520 
tagtgaaaaa gctcttaaaa gaatgcaaca 2580 
caaacctaag agacccaaac tttctacagc 2640 
ctcgacttca ggggaaggaa aatcgccact 2700 
ccaaacgccg acagtacagc tccagctcca 2760 
gcagcagctc caattcctct tgctccaact 2820 
cccacaattt ttaagccctt cataaaatat 2880 
ccaacagccg aagagtggga aacagagtac 2940 
agaaccaacc taaaagacac ccccttctac 3000 
cgtgtatctt ttaaacttgg ttttcaataa 3060 
tcaacctctt aaggtcacta agcactccga 3120 
ggggcaactc cctcgaagtc cggcgctacg 3180 
ccccctccac ccgaaacgct tgcgcgtttc 3240 
ttactaaaca gactccgagg tgccattgga 3300 
gtggggccag acttcgccat aaggccttta 3360 
gccataggct tcggcctcca ttttaacctc 3420 
cgtcacagcc gccattttaa gtagctgacg 3480 
cctcggcgga agctacacaa aatggtggac 3540 
gtcataagtc acgtggtggg gacccgctgt 3600 
gtcacgtgtg tacacgtcac aaccgccatt 3660 
ctttttgaaa aaaggcgcca aaaaaccgtc 3720 

3722 
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<211> 761 
<212> PRT 

<213> non-B, non-C, non-G hepatitis virus 



<400> 63 

Met Ala Tyr Trp Phe Arg Arg Trp Gly Trp Arg Pro Arg Arg Arg 
15 10 15 

Trp Arg Arg Trp Arg Arg Arg Arg Arg Arg Leu Pro Arg Arg Arg 
20 25 30 

Thr Arg Arg Ala Val Arg Gly Leu Gly Arg Arg Arg Lys Pro Arg 
35 40 45 

Val Arg Arg Arg Arg Arg Thr Arg Arg Arg Thr Tyr Arg Arg Gly 
50 55 60 

Trp Arg Arg Arg Arg Tyr He Arg Arg Gly Arg Arg Lys Lys Lys 
65 70 75 

Leu He Leu Thr Gin Trp Asn Pro Ala He Val Lys Arg Cys Asn 
80 85 90 

He Lys Gly Gly Leu Pro He He He Cys Gly Glu Pro Arg Ala 
95 100 105 

Ala Phe Asn Tyr Gly Tyr His Met Glu Asp Tyr Thr Pro Gin Pro 
110 115 120 

Phe Pro Phe Gly Gly Gly Met Ser Thr Val Thr Phe Ser Leu Lys 
125 130 135 

Ala Leu Tyr Asp Gin Tyr Leu Lys His Gin Asn Arg Trp Thr Phe 
140 145 150 

Ser Asn Asp Gin Leu Asp Leu Ala Arg Tyr Arg Gly Cys Lys Leu 
155 160 165 

Arg Phe Tyr Arg Ser Pro Val Cys Asp Phe He Val His Tyr Asn 
170 175 180 

Leu He Pro Pro Leu Lys Met Asn Gin Phe Thr Ser Pro Asn Thr 
185 190 195 

His Pro Gly Leu Leu Met Leu Ser Lys His Lys He He He Pro 
200 205 210 

Ser Phe Gin Thr Arg Pro Gly Gly Arg Arg Phe Val Lys He Arg 
215 220 225 

Leu Asn Pro Pro Lys Leu Phe Glu Asp Lys Trp Tyr Thr Gin Gin 
230 235 240 

Asp Leu Cys Lys Val Pro Leu Val Ser He Thr Ala Thr Ala Ala 
245 250 255 

Asp Leu Arg Tyr Pro Phe Cys Ser Pro Gin Thr Asn Asn Pro Cys 
260 265 270 

Thr Thr Phe Gin Val Leu Arg Lys Asn Tyr Asn Thr Val He Gly 
275 280 285 
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Thr Ser Val Lys Asp Gin Glu 
290 

Leu Tyr Lys Thr Asp Ser His 
305 

Gin Leu Gly Arg He Pro Ala 
320 

Thr Lys Gin Gin Ser Trp Gin 

335 

Pro Trp Thr Gly Asn Ser Gly 
350 

Met Tyr Lys He Pro Tyr Asp 
365 

Arg Ala Gin Lys Asp Tyr He 
380 

Asn Tyr Glu Val Asn Asn Pro 
395 

Pro Ser Thr Thr Thr Pro Thr 
410 

Gly Trp Phe Ser Asn He Phe 
425 

Gin Phe Gin Thr Ala Tyr Val 
440 

Asp Lys Gly Lys Gly Asn Lys 
455 

Lys Gly Thr Asp Tyr Asn Glu 
470 

Asp Met Pro Leu Trp Ala He 
485 

Glu Thr Gin Leu Gly Pro Asn 
500 

He He Met He Cys Pro Tyr 
515 

Asn Arg Pro Asn Trp Gly Tyr 
530 

Asn Gly Lys Met Pro Ser Gly 
545 

Gin Cys Arg Trp Arg Pro Met 
560 

Asn Asp He Ser Lys Thr Gly 
575 

Lys Asn Val Gin Leu Thr Leu 
590 

Gly Gly Asp Met Tyr Tyr Pro 



Ser Thr Gin 
295 

Tyr Gin Thr 
310 

Phe Asn Pro 
325 

Asp Asn Trp 
340 

Thr Tyr Pro 

355 

Ser Asn Phe 
370 

Leu Glu Arg 
385 

Val Ser Lys 
400 

Val Asp Tyr 
415 

He Gly Pro 
430 

Asp Thr Thr 
445 

He Trp Phe 
460 

Lys Gin Cys 
475 

Cys Phe Gly 
490 

Val Asp His 
505 

Thr Gin Pro 
520 

Val Val Tyr 
535 

Ser Gly Gin 
550 

Leu Trp Phe 

565 

Pro Tyr Ala 
580 

Tyr Tyr Asn 
595 

Gin Val Val 



Asp Phe 
Phe Ala 
Asp Gly 
Ser Lys 
Gin Thr 
Gly Phe 
Arg Gin 
Lys Val 
Tyr Glu 
Asn Arg 
Tyr Asn 
Gin Tyr 
Tyr Cys 
Tyr Thr 
Glu Thr 
Pro Met 
Asp Thr 
Val Pro 
Gin Gin 
Tyr Arg 
Phe lie 
Lys Asn 



Glu Asn Trp 
300 

Thr Glu Ala 
315 

Thr Lys Asn 
330 

Lys Asn Ser 
345 

Thr Ser Glu 
360 

Pro Thr Tyr 
375 

Cys Asn Phe 
390 

Trp Pro Gin 
405 

Tyr His Cys 
420 

Tyr Asn Leu 
435 

Pro Leu Met 
450 

Leu Ser Lys 
465 

Thr Leu Glu 
480 

Asp Tyr Val 
495 

Ala Gly Leu 
510 

Tyr Asp Lys 
525 

Asn Phe Gly 
540 

Val Tyr Trp 

555 

Gin Val Leu 
570 

Asp Glu Tyr 
585 

Phe Asn Trp 
600 

Pro Cys Gly 
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605 


610 


615 


Asp Ser 


Gly He Val Pro Gly 


Ser Gly Arg 


Phe Thr Arg Glu Val 




620 


625 


630 


Gin Val 


Val Ser Pro Leu Ser 


Met Gly Pro 


Ala Tyr He Phe His 




635 


640 


645 


Tyr Phe 


Asp Ser Arg Arg Gly 


Phe Phe Ser 


Glu Lys Ala Leu Lys 




650 


655 


660 


Arg Met 


Gin Gin Gin Gin Glu 


Phe Asp Glu 


Ser Phe Thr Phe Lys 




665 


670 


675 


Pro Lys 


Arg Pro Lys Leu Ser 


Thr Ala Ala 


Ala Glu He Leu Gin 




680 


685 


690 


Leu Glu 


Glu Asp Ser Thr Ser 


Gly Glu Gly 


Lvs Ser Pro Leu Gin 




695 


700 


705 


Gin Glu 


Glu Lys Glu Val Glu 


Val Leu Gin 


Thr Pro Thr Val Gin 

III! 11 w 1 1 1 1 W \JL 1 VI III 




710 


715 


7?n 


Leu Gin 


Leu Gin Arg Asn He 


Gin Glu Gin 


Leu Ala He Lys Gin 




725 


730 


735 


Gin Leu 


Gin Phe Leu Leu Leu 


Gin Leu Leu 


Lys Thr Gin Ser Asn 




740 


745 


750 


Leu His 


Leu Asn Pro Gin Phe 


Leu Ser Pro 


Ser 




755 


760 





<210> 64 
<211> 

<212> PRT 

<213> non-B, non-C, non-G hepatitis virus 



<400> 64 



Met His 


Phe Arg 


Arg Val Arg 


Ala Lys Arg 


Lys Leu Leu Leu Gin 


1 




5 


10 


15 


Ala Val 


Arg Ala 


Pro Pro Lys 


Ala Pro Ala 


Met Ser Phe Thr Thr 






20 


25 


30 


Pro Thr 


He Asn 


Ala Gly He 


Arg Glu Gin 


Gl n Trp Phe 61 u Ser 






35 


40 


45 


Thr Leu 


Arg Ser 


His His Ser 


Phe Cys Gly 


Cys Gly Asp Pro Val 






50 


55 


60 


Leu His 


Phe Thr 


Asn Leu Ala 


Thr Arg Phe 


Asn Tyr Leu Pro Ala 






65 


70 


75 


Thr Ser 


Ser Pro 


Leu Asp Pro 


Pro Gly Pro 


Ala Pro Arg Gly Arg 






80 


85 


90 


Pro Ala 


Leu Arg 


Arg Leu Pro 


Ala Leu Pro 


Ser Ala Pro Ala Thr 






95 


100 


105 


Pro Ser 


Arg Glu 


Leu Ala Trp 


Pro Thr Gly 


Ser Glu Gly Gly Ala 
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110 115 120 

Gly Gly Arg Gly Ala Gly Gly Glu Gly Gly Ala Ala Val Glu Gly 

125 130 135 

Asp Tyr Arg Glu Glu Glu Leu Asp Glu Leu Phe Ala Ala Leu Glu 

140 145 150 
Glu Asp Ala Asn Gin Gly 

155 



